UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular [extracellular [cytosol nucleus mitochndrion enc'loplasmlc golgi plasma extl"acellular
1D name sites sites reticulum apparatus membrane [region
V5DLD4 'V5DLD4_TRYCR [Trypanosoma |NaN [19.946178 NaN NaN 30984116 MNFALPAEYYVAKQNAAAAAARAN |None None None [None None None None None None

cruzi Dm28c

GERPPNLYHAFEDSQQIQQWGTAVP
QQVPQGMDEQRQAYYNYPQQQQQ
QEVLYAQYPQQVIPPQQPQERGLPH
AARGGQRSPIRSPISQSRSYLNAQTQ
PADSVLSWEVQLARSHEKSKFLDHP
SIPRFLHPNLVEDMARVPQTIPYILP
VSRTTMRPTFQTLPSTSQLADTLQLP
LGITFQPFAETQLPEVDLSSLGGRMI
RCRKCSAYINPFTTFCEQGRRWQCI
LCRQLNEVFQEYFCPIDPQTGLRTD
VLQRPELTYCSVDFYPTSEFLRRPPQ
RPAFLLMLDCSYQAIASGQLHAICRG
IVLSALETMKNEDALYMGVIGFASTV
YFFNLGSALQAPRVIIAPDVVHDVCN
VDENFKFEPIELPCAVNELVVHVKD
AYRLLKDLFEKLPETFATTKDVGCAF
GPALAAAISMLENSGGKIVASIDAMP
SIGEGKLKPRFDMAKLSNQPKEYTV
CSAANEWYKQRALACSNSNISIDLL
VSGAQDVDLTTIAPLSRFTSGSIYRST
PLTINGMPEQVHRILTRYVAFESILR
VRTSNGLVVPNFYGHCHVREPDLLA
LPVGDEDSSYSVQLQLGSEIKSGFAY
IQVAIVHTNRSRERRIRVHTYQLNVS
PSLSAVVNSADSLGVTCFLSKMAIDF
AVNAPFQQAEKRVTDKLVATLRAAK
KHNDGLGLRYGHFMLPESLRFVPQ
LLHGFFRNAAVGLSTATPILPDERVA
SMSMVMSTAPHTMVPYYTGWSYEV
YSPHAAPENFPMPIFPTQAYFRSDGI
FLVHVGSTLVLWYGRKADAHVVEAF
GLTPSAEAPRSSQPPITEEQLAALRG
RFDELVWNLRRDIRGAFTASLEACP
QGNSVFEPALTRMMTEDEVRTLPSY
TTFLRDLWQKVSATGK




