UniprotKB Entry name organism full name |oglcnacscore o‘glcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em?oplasmlc golgi E extl:acellular
ID sites sites reticulum apparatus membrane region
'V5DLP2 IVS5DLP2 TRYCR [Trypanosoma |Paraflagellar|19.946178 NaN NaN 30984116 |MSSFDDLLILVSRKGTKSVQWCGEK [None None None |None None None None None None
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MGDAQLETLIAAMEISPIPIQHIDLSR
NEITSKGAMSLTRFLRITPTVEEVEIR
ENNIDDAGAEAFIQLYFEVRYPKLFD
MDGNPCSKAYVHNLALLAQGSSYS
NEVRRGLLTREADELNVSGIDYNKL
DPRLVTFYVQNVDGLERLILSGCSLG
DAGAGVIGALISQSTLTHLDLSNNGI
SDVGLSQFVEYSNLQNHPTISSLSFA
QNIRIGNFSAQNLTKTLFEKNGKITF
FDLSETSVTSRVRSIINHECELNKQP
HSLKVAVIGIRTNDPSCTSVNLQWE
DDMENAAFFISPILRDNTNLLELNL
GNCGFGDKGVELLAEALRLNNTIRV
IAFPNNNITSRGAKKLFQCIIQHASL
EEINLAGNRINDEAALSLLNTIRLNG
NLKNVNITNNFIGIDYINEVEGLLLI
NQSPKMIRRLVVEIEANEPNLASLSL
SGGTGEEYYNDASVRLLCQALLLNA
TVTSLDLSKNIVGDIGVASIAEMLMT
NSVITHLNLSDNSISNRGPQRLCAA
LRTNTSLQELDLSNNAIYDEGVEDF
PEMLKYNDRLIRIVLDKTGVSKEMY
SKIIKAADLNKEPKNIKDLVYRLQSG
DDTLRKVDLRRENCSRPLDDESIGT
LCVHLKGKSFVDGLLLQGNMIGTKG
CQALGELLAEEGCGILSLNLSSNPV
DDEGLQILSKSFLSPHIKLETLVLSET
EVTSAGINSLIELLKINTSLQQVFPPE
RVSADVFCAMNYELMVNAQPRLLK
PLLARIDANENIPEVVLKDSQVPFTD
SACQLLCASLVKNTHIVSLDLSHNR
LTCECVPFLVEALSRSPAIRNVDLSY
NNIGVKGGMDLMLFLQENDHVLSL
DLKGNEISSATANAITELLSLNAGSI
KLKRILLRHRSGNFYDEMINLNGQD
ENYKLNDNDIRLLCDVMTESSTLRA
'VDLGLNSITDFGCEMIADVLRQNQK
IEALYLDYNPIGEAGGEALYNALKVN
HQLHTLFLEGSNVPEEIWEEILGLL
HVNETPFKEKINMRAVRLDEVDDDT
QFKSTDYANAQEEKVGKDALYLYED
PSKLILLK




