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sites
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0

V5DN77 V5DN77_TRYCR Trypanosoma
cruzi	Dm28c

NaN 19.946178 NaN NaN 30984116 MNLKYPRFRISVDRGGTFTDVVGDV
TFEDGTTHWKTLKLLSCDPQHYPDA
PSEGIRRIMRCYIPDVVPARGLIENEY
LDEVRMGTTVATNALLEHNGERSV
MVLTEGFADILDIRDQARPSIFALHI
KKNPVLAECTVEAKERVRIISLKEAR
STIPWPKEWIKCGESYIADVVRPLEK
DDLRQKLQKAYNDGIRSVGVSLLHS
YAYSKHEEEIKEIAKEIGFTNISLSSE
LMALMKYVPRSTTASVDAYLTPLIFN
YIRSFRANFKHNMLGTRLYFMQSD
GGLTSADDFFGFRSVLSGPAGGVMG
CARCAVQDLGEHVQVVGIDMGGTS
TDVSRCDGENVSHIVESEISGIQLHA
PQVRVHTVAAGGGSLLKWENGIFCV
GPGSAGSHPGPACYGKGGPLTVTDA
NLVLGHLNTEFFPRVFGLHADEPLH
VNAARALFETLTEKIAKDTGKPWTV
EEVAHAFVVVANETMCRPIRNITEA
NGYSCPSHTLAVFGGAGGQHACAIA
RSLGMGRIYFHPLASLLSAVGVSMT
DIVQERISSSQIYINQKNAEAAIQEQF
RSIATSAKEELQRLGFDDDHIVLEHY
LSMRYEGTSTSIMVLLDGTCEGQTV
ESGGSDGAGNLMHRVKANFTHCYE
QQFGFLLMKREIMVDAVRVRGRGV
QIGKEARARIAQQKQNSAVHQPPYS
TRVKLAPRPISTMKTYLSNGWETVN
VYIVNADNGPVEGPAVLVGEGTSILL
ESNSIAYTNDSGSLIIHTSQLIEKIST
ALHPLHLSIFSHRFMSIAEQMGNAL
QRTSISTNIKERLDFSCAIFDKNGNL
VANAPHIPVHLGAMGAAIRWQREYY
GDQWREGEMVLSNHPACGGSHLP
DITVMSPFFFRGEVIFYVASRGHHAD
VGGTTPGSMPPFSKTLQEEGAAIKTV
KLIEDGIFQEERIRELLLKPGKCARM
SGCRTLEDSISDLHAQVAANKRGMQ
LLKELMETYGYEVVQAYMGYIQDFA
EASARDALKRVAKFYGTTLPSVDYM
DDGSEIRLKIEIDPETGSSCFDFTGTS
SQVLNSTNCPTAVVYSAIIYCIRCIVD
ADIPLNQGCMRPIRVVLERGSILSPD
DELPVVAGNVLTSQRVTDVIFTALRA
VACSHGCMNNFTMGSSDVAYYETI
CGGSGAGDGFNGTSAVHTHMTNTR
MTDPEILETRYPVILRFFRIRRGSGG
NGKYKGGDGVVRSFLFLQDLTAVLL
TERRVLEPKGLFGGGNGMKGLNMV
YVPNEDTAARWSVSPQEMLHDVRR
GEWTREEETRSSDGFAVYRARNAG
GKNVLAVRCGDILTIHTGGGGGCYP
EEAKQENKRGTIHD

None None None None None None None None None


