UniprotkB Entry name organism full name |oglcnacscore o.glcnac p_h osphorylation PMIDS |sequence intracellular extracellular|cytosol mucleus mitochndrion em!oplasmlc golgi plasma extl.‘acellular
ID sites sites reticulum apparatus membrane region
V5DQD1 'V5DQD1_TRYCR [Trypanosoma [Dynein 19.946178 NaN NaN 30984116 MSHGHGTSLEATADEILRSISVEPDC [None None None [None None None None None None
cruzi Dm28c |heavy QIKAYPNGTEAGIAQKLPFDARIVEV

chain DGQAVTDRGELREILLSGDSSRQVS

region D6 LVYEKTNEPSERVKIEESVRCDGCVS

P-loop GVAQQPLLETVLNKIADEDLSLPVSQ

domain- QTPVQSSLSKLSSQTAFLLDTGSCAS

containing QSAAMKDGEEDKTSVASSDLTAETT

protein GSAPCHSVGTGYLNKVNSVPELLEF

EKIDTPARTEDSFPVNLRRPSENSM
RRRLMRAVEMVAVGRCIVCVCYDV
NPIAEIELVAKTLNMHIVTIDLGVKL
RLRPKAEVFVEQFKAAMYEGAWFVL
IVNAHKSIASCRILEELLKESESRNFQ
GFSSNARVIICLEPHPHFPRFLLKEA
EITRIQSCLSASVSELSMATSMSCNR
LVTAESWYSRRTSGWGVPTTSGTVV
GTTGDKPRVRINASVDVVDIAPREVV
SAPRERPLNIHGAVVLRSAFTGVPGD
KFLCVVSDAVEGRFAVGSSMGNVYF
IVDELGNSLMQAHTHEAAIWDISFKE
RYQFATGCEDGNAVEWSFEMGGID
GAALSPTSSTSLGNDVYCVSYVHGQ
TVPPLLIGGLSRSIVLCSNDRPAQHL
TISSNAQVMDCIPTGSVVLVGGSDG
SITVVDVASESIVTSFKGHSRKLPALT
IVRDNNQFFTGSFDSTILSWDYRLPY
RPTGKPIIDGLPSANFTHTLQLKDYV
TGLHVDDVHLAASVGENLYLWDVR
KLTEVLGGFPQAWKGLSRGVWVNS
TSRCVVTASQDGYVRFWTFV




