UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular |extracellular |cytosol [nucleus mitochndrion enc}oplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane region
V5DQS1 IV5DQS1_TRYCR |Trypanosoma|NaN [19.946178 NaN NaN 30984116 MLEINGLAHLLSLTREQPIVVVAFYA [None None None [None None None None None None

cruzi Dm28c

EWCGPCQRVKPQYTALGERYRSNVT
FCRCNIDRNPDCVERFGVRSVPKFM
VWSGGGWHAVGFDGQLGELERHID
RAVETHRTSSASNGDHTLGNLHRVL
ARQMQPLARAVASAHDETAMVREA
CEAVCNTLEQDAERRPFGAAMLPYF
IASNEFNAAAVDALFAHFATRPEPRC
SDGEYIINGALSNLIEFFLSTTLDNTR
ELNVLRQALYALVSCTATLQILVRSH
LFYNDSLSSGLQLEYGTVLGALLGVS
TQIRSHRLLPPYSMSSERAQLMSMF
STEVDDHSKRISELQFQMQASCAGN
KRIILALLQAKVSREPTLRYIGTALRL
NAGYTKTVHHNLPLSSRYFMTQLN
DVLLEAALPLFEKAYDPTTIPPFYVLE
DNADNTVVDFGEDVERIVHYDESHP
LPPFPALSEPFKPSVHLFFLVARSIM
LSAGVMIETHQRVEQDLAHPQLPPE
QRAVYVAEKSLIEGLIGSENLGRKRV
QVLNGIAAWLVRLMNVSPGGVLSKE
PPEEWKYLPQQLVDLVILGVKMAPL
EYFDLEHIVSLMLVLMGNTTYFPKP
HTHALFPSFLTRLLQNEETKRALTS
HRWFTQHIVRSCVLCYIAVEKSTYEK
VSVRYMLSYCTKSFLMFDSLCQPVR
EEFEVDGTILERFSHMVTADVNEAV
DQLVETLTQMNRMVKEGADLSVSA
RASLSNNGENSRRGNAQRRQDGTA
TSNNNNNNSQNNNFRSADGNVNE
EEAEADGDDGEVPLTYHQLGLGLRE
RILLFEASMNLFIQLAISFSKGVAQN
MVAQQISQMLARSLVSFAGAESKNL
KIEYPERYNFRPREILNRLVDCLSQF
RRFQNFMRSLCNCGVPLREILQAIE
TVTERGLVGEHLIWKLREIASTLETIS
QEVQDDEALWDEAPDFAVDALLLTP
LLHPVALPADVKDLNDLVYVNEDTI
HHVLLSESKHPFTKEYLDENMVKEF
NAREDVTEARRNLQDRIATWMKAA
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