cruzi Dm28c

phosphofructokinase

FSFFFFCGSSFLCSLRHRLILTVSYA
CNALVRAKKKIKATKTLTTSSNQIME
NRLRDTSRVVRSHAAPLNEVTQEDL
RVERLHGRKYMNPSKKHVMREEFS
DKIEHIMHDPRPQEGVHSELPVSISP
LLCELAAPRQRIHFNPPETVVGIVTC
GGICPGLNDVIRSLTLTAVNAYRVKR
IVIGFRFGYWGLSKKGSHTAMELYRT
SVTSIHRYGGTILGSSRGPQDPSEMV
DTLERLGVNILFTVGGDGTQRGALKI
IAEEAKRRGVNLAVFGIPKTIDNDLSF
SHRTFGFETAVDKAVEAVRAAYAEAI
SLNYGVGVVKLMGRDSGFIAAEAAV
IASAQANICLVPENPISEDIVMALIQR
RFETSRSCVIIVAEGFGQDWEGGTG
GHDASGNKKLTDIGVVLTKRIQAWL
RKNKERYPSGTVKYIDPSYMIRACPP
SANDALFCATLSTLAMHEAMAGAT
NCIIALRYNSYILVPIKVATSVRRVLD
LRGQLWRQVREITVGLQDDVRAFKE

IAEVRRELEAISLVRERLIGQLSKL

UniprotKB Entry name organism full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion ent.loplasmlc golgi wplasn‘lﬂa extl:acellular
ID sites sites reticulum pparatus ane region
'V5DTU9 IV5DTU9_TRYCR |Trypanosoma |[ATP-dependent 6- 19.946178 NaN NaN 30984116 MASKEVRPYSNLMLNAHFFFALLLA [None None None [None None None None None None




