
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

V5DUH5 V5DUH5_TRYCR Trypanosoma
cruzi	Dm28c

NaN 19.946178 NaN NaN 30984116 MARCPCTFSGMNFLVFVMFFTMTS
IFAPAAYDWARMQRRTSLQAILTRM
HPHFVEVSVKPATEEYYKLWRYYDF
EADRYRDPKRPGFPAVPAVYVHGNA
GCFRDMRSLGRFVGESILKQRYQNA
ARSQEEVKRALFGLYRREGLKMPAD
EEEIPRDLQQRAEEIVIARTPLLGVEL
FGVDFLEESNTQSGLLMVKEARFLN
YCVHFLLQSLLDHYREVLMRAPGSL
RREDNEQIPIPNSVTAAESEYLNSLC
SHQSYERKGSNRVCYVAKEQIRRFS
STERIRREVERIQKEGIWIWTESVGG
QVGLFAAILNPTLYAGLAMAGPPVRY
PPFLFDAGCVKFHRLVHDAALIPYAY
NLTSTYDWNKSLDITDPVQLLWKLS
EVPSHEVAARVSRISMVTINGGALE
DIVPPQSSFLLRSVGRRASSEDHQR
MLKLAHIHAARRDVCTEELRGCGVS
LSHRGLVFALQLLDVGAYFLVRASLS
SESSVFLGVESNFSSTEDRLFPTVVE
TLPKSLDAYRNDESLFLLSLGEVKKA
ESDETFYLMGNTSYVFNKMKKICVQ
SNDVLNLQDIPTEEDDDTESWEALQ
IFIGATTYPPEDVYFPELRFIYTGEKG
KVSFANVSARAATKLHLPTRRKDSV
AKIGEVVLTAISFQVLQKSRVESPEW
VRPQFCFFVDRAKLSEKHFSFVQHD
RIDPSSQRTSNDTSRNDDLFSFMGE
ERVSVEKHGRFALVRNICSVSLETE
MVVHVNNRAVFPHLLCGSFRSFRIA
FRGTGGLAPDEPEAQQQYFFGPYEE
ERHTFNYSWRPFSTVPFNLTNVYVV
YVISAEDQPKIHLGDLELSASPRWNE
YRYWVWWFGRWRMRWMAVLSTYS
VSGKFVGCYVLLYFTFYTCFYTSHFI
GQRKTLSKLDCYWFCNVSPFLLVLL
ATILLENIGYTAAHKALTVCLNEDPP
LRSDEELTSMMDMREKMTLIFLYAL
PPRYEACKYSWIRMHSVIPINLRME
HMLHIVCASFFAIFFDCSRNLFLVS
HVADVFTTPRFF

None None None None None None None None None


